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Epigenetic regulation of gene expression is a highly dynamic and
reversible process essential to normal cellular function. However, it also
contributes to human diseases, such as cancer and inflammation. Protein
families that participate in epigenetic regulation include writers, which
covalently modify chromatin;, readers, which recognize chromatin
modifications; and erasers, which remove modifications. A large volume
of research In the field over the past decade has shown that many
epigenetic proteins are potential druggable targets.
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Control compounds

Towards comprehensive coverage of Bromodomain family

Library screening
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DSF- differential scanning fluorimetry - protein thermal stability assay. Heat-induced VTN TR|M24 o G”"'\BRWD’I (2)/
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Isothermal Titration Calorimetry (ITC) — commonly used technique to characterize
binding interactions. ITC is label free, determines ligand binding constants (K, or K,),
binding stoichiometry and contribution of non-covalent forces responsible for binding.
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